from marsh deer (Blastocerus dichotomus) captured near the Parana River in southeast Brazil in 1998 (12) . However, the 16S rRNA sequence from these marsh deer (GenBank accession no. DQ345720, 383 bp) shares 98.7% identity to a corresponding, but incomplete, segment (381 bp) of the E. chaffeensis NS101 and Arkansas strains. Because the sequences of the corresponding segments of Ehrlichia sp. HF565 and 'Candidatus Ehrlichia shimanensis' TS37 both had 99.0% identity to that of E. chaffeensis Arkansas strain, higher than the 98.7%, the Ehrlichia sp. in marsh deer from Brazil might not be E. chaffeensis.
Among the E. chaffeensis groEL sequences available in current databases, only that from E. chaffeensis Arkansas has >1,000 bp for reliable comparison. The groEL DNA sequence (1, 208 bp that can be aligned) of the NS101 strain (GenBank accession no. AB454077, 1,311 bp) was most closely related to that of E. chaffeensis Arkansas (GenBank accession no. L10917), followed by the Ehrlichia sp. HF565 strain (GenBank accession no. AB032712), and the E. muris AS145 strain (GenBank accession no. AF210459) (Figure 2 ). The deduced E. chaffeensis NS101 GroEL amino acid sequence (402 residues) was most closely related (99.5% identity) to that of E. chaffeensis Arkansas, followed by the Ehrlichia sp. HF565 strain (99.2% identity) and E. muris AS145 strain (99.0%).
Conclusions
On the basis of the long 16S rRNA and the groEL DNA sequences, our study demonstrates the presence of E. chaffeensis in sika deer from Nara, Japan. The genetic similarity of E. chaffeensis in the sika deer in Japan to strains isolated from HME patients in the United States raises the possibility that HME may exist in Japan. Of 1,803 serum samples collected from persons in metropolitan Tokyo from 1991 through 1995, when E. muris was used as antigen, 20 were seropositive (13) . Because E. chaffeensis and E. muris antigens are highly cross-reactive (14) , some of these persons might have been infected with E. chaffeensis. Of the 10 tick species found on sika deer (15), the primary tick species found on sika deer in Nara is H. longicornis, which is known to bite humans in Japan and to be infected with E. chaffeensis in South Korea (5). Because sika deer are abundant and increasing throughout Japan (16), this fi nding highlights need to survey sika deer and humans in Japan for E. chaffeensis infection. 
